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{Headset,Laptop}
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2. Association Rule Mining
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A: Laptop ⇒ Headset
sup(A) = 4
conf(A) = 0.8
B: Headset ⇒ Laptop
sup(B) = 4  _
conf(B) = 0.6
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Transaction

Item: ENSG0..03=-1

Transaction ID
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3. Challenges
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Number of features infeasible 
Exponential number of possible frequent item sets
→ Runtime complexity

Huge number of possible / output rules 
n frequent items yield 2n − 2 association rules
→ which rules are relevant/interesting?
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4. Next Steps
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Possible research questions to investigate:

Feasibility of ARM  
Dimensionality Reduction / Feature Engineering
Not keeping irrelevant rules/item sets
Seeds (fix one side of ARs)

Biological relevance of rules
Using co-expression DBs
Evaluating different interestingness measures
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adapt algorithm
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Possible research questions to investigate:

Feasibility of ARM  
Dimensionality Reduction / Feature Engineering
Not keeping irrelevant rules/item sets
Seeds (fix one side of ARs)

Biological relevance of rules
Using co-expression DBs
Evaluating different interestingness measures

integrating external knowledge
(coxpress-db, GeneFriends)
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